Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.080; wR factor = 0.208; data-to-parameter ratio = 16.0.
The title compound, C 12 H 10 N 2 O 2 ÁH 2 O, crystallizes as a zwitterion in which the pyridine N atom is protonated and the carboxy -OH group is deprotonated. The benzene and pyridinium rings are inclined with a dihedral angle of 6.63 (5) between them. In the crystal, intermolecular O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen-bonding interactions link adjacent molecules into a two-dimensional double layered supramolecular network.
Related literature
For the use of pyridinecarboxylate acid in coordination chemistry and for related structures, see : Jia et al. (2007) ; Zhang et al. (2011) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 1999 ); cell refinement: SAINT (Bruker, 1999) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) (Jia et al., 2007; Zhang et al., 2011) . We attempted to synthesize a Zn II complex with the ligand in hydrothermal synthesis conditions. However the title compound was obtained, its structure is reported here.
The asymmetric unit comprises one 2-amino-5-(4-carboxylatophenyl)pyridinium molecule and one lattice water. The dihedral angel between the benzene ring and pyridinium ring is 6.63 (5)°, while the deprotonated carboxylate COO(O1-C12-O2) group is slightly twisted with an angle of 13.74 (3) o ( Fig. 1 ). Intermolecular O-H···O and N-H···O hydrogen-bonding interactions (Table 1) ) link adjacent molecules into a two-dimensional double layered supramolecular network ( Fig. 2 ).
A mixture of 4-(6-aminopyridin-3-yl)benzoic acid (0.0214 g, 0.1 mmol), Zn(CH 3 COO) 2 .2H 2 O (0.0219 g, 0.1 mmol) and water (8 ml) was stired vigorously for 30 min and then sealed in a Teflon-lined stainless-steel autoclave. The autoclave was heated and maintained at 393 K for 2 days, and then cooled to room temperature at 5 K h -1 to obtain colorless prism crystals suitable for X-ray analysis.
Refinement
The H atoms bonded to C and N atoms were positioned geometrically (C-H = 0.93 Å, N-H = 0.86 Å) and allowed to ride on their parent atoms, with U iso (H) value equal to 1.2U eq (C or N). The H atoms bonded to water O atoms were located in a difference Fourier map and refined with O-H distance restraint of 0.85±0.02 Å, U iso (H) = 1.5U eq (O).
Computing details
Data collection: SMART (Bruker, 1999 ); cell refinement: SAINT (Bruker, 1999) ; data reduction: SAINT (Bruker, 1999 );
program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) .
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Figure 1
The structure of the title compound with the atom-numbering scheme showing displacement ellipsoids at the 30% probability level for non-H atoms.
Figure 2
The two-dimensional supramolecular network formed by N-H···O and O-H···O (dashed lines) hydrogen-bonding interactions.
2-Amino-5-(4-carboxylatophenyl)pyridinium monohydrate
Crystal data 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

